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Radioimmunoprecipitation of gp75 from SKBR3 Supernatant 
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Radioimmunoprecipitation of Supernatants From Various Cell Lines 




FIG. 7 

Comparison of Standards in Sandwich IRMA 
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FIG. 8 

Analysis of Nude fvlouse Sera In c-erbB-2 IRIMA 
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Analysis of Nude Mouse Sera in the c-erbB-2 IRMA 
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Analysis of Normal Human Sera in the c-erbB-2 IRMA 
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1 1 Analysis of 20 Sera from Human Breast Cancer Patients 
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FIG. 12 

Sandwich IRMA: Human Breast Sera and Control Sera 
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FIG. 15 

;-erbB-2 Competition ELISA Tab 251 Binding to NlH3T3t Lysate 




COMPETING SERUM DILUTION 



1 AATTCTCGAGCTCGTCGACCGGTCGACGAGCTCGAGGGTCGACGAGC 



1 



151 



301 



451 



601 



751 



901 



1051 



1201 



1351 



1501 



1651 



1801 



1951 



10 



Me t G 1 uLeuA 1 a AlaLeuCy s Ar gTrpGl yLeuLeuLeuAl aLeuLe 
ATGGAGCTGGCGGCCTTSlTGdcGCTGGGGGCTCCTCCTCGCCCTCTT 



60 

GlnGlyCysGlnValValGlnGlyAsnLeuGluLeuThrTyrLeuPr 
CAGGGCTGCCAGGTGGTGCAGGGAAACCTGGAACTCACCTACCTGCC 

110 

I 1 eVa 1 Ar gGlyThr GlnLeuPheGluAspAsnTyr Al aLeuAlaVa 
ATTGTGCGAGGCACCCAGCTCTTTGAGGACAACTATGCCCTGGCCGT 

160 



GlyGlyValLeuIleGlnArgAsnProGlnLevJCyslTyrGlnAspTh 
GGAGGGGTCTTGATCCAGCGGAACCCCCAGCT QrGq TACCAGGACAC 

210 



GlySerArgpysprpGlyGluSerSerGluAsppyilGlnSerLeuTh 
GGCTCCCGctGgTGGGGAGAGAGTTCTGAGGATglGgCAGAGCCTGAC 

260 



AspjCyslLeuAlaCysLeuHisPheAsnHisSerGlyllepyslGluLe 
GAqTGgCTGGCcbGgCTCCACTTCAACCACAGTGGCATCjTGllGAGCT 

310 



TyrAsnTyrLeuSerThrAspValGlySer|Cys|ThrLeuVal|Cys|Pr 
TACAACTACCTTTCTACGGACGTGGGATC qrGdA CCCTCGT qrGcj cC 

360 

ArgGluValARgAlaValThrSerAlaAsnlleGlnGluPheAlaGl 
CGAGAGGTGAGGGCAGTTACCAGTGCCAATATCCAGGAGTTTGCTGG 

410 

GluThrLeuGluGluIleThrGlyTyrLeuTyrlleSerAlaTrpPr 
GAGACTCTGGAAGAGATCACAGGTTACCTATACATCTCAGCATGGCC 

460 

SerTrpLeuGlyLeuArgSerLeuArgGluLeuGlySerGlyLeuAl 
AGCTGGCTGGGGCTGCGCTCACTGAGGGAACTGGGCAGTGGACTGGC 

510 



GluAspGluC:ysValGlyGluGlyLeuAla|Cys]HisGlnLeu|Cy^l 
GAGGACGAGbGlbTGGGCGAGGGCCTGGCOTGCCACCAGCT^ TGC GC 



560 



ProArgGluTyrValAsnAlaArgHispys|LeuPro|Cys|HisProGl 
CCCAGGGAGTATGTGAATGCCAGGCAC TGI TTGCCGTGC CACCCTGA 



610 

ProSerGlyValLysProAspLeuSerTyrMetProIleTrpLysPh 
CCCAGCGGTGTGAAACCTGACCTCTCCTACATGCCCATCTGGAAGTT 
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TCGAGGGCGCGCGCCCGGCCCCCACCCCTCGCAGCACCCCGCGCCCCCGC 
20 



30 



uProProGlyAlaAlaSerThrGlnValCys[rhrGlyThrAspMetLysLe 
GCCCCCCGGAGCCGCG AGCACCCAAGTgItGc|aCCGGCAC AG Ar ATf? A A arT 



70 80 
oThrAsnAlaSerLeuSerPheLeuGlnAspIleGlnGluValGlnGlyTy 
CACCTlATGCCAGCCTGTCCTTCCTGCAGGATATCCAGGAGGTGCAGGGCTA 



120 



130 



ILeuAspAsnGlyAspProLeuAsnAsnThrThrProValThrGlyAlaSe 
GCTAGACAATGGAGACCCGCTGAACAATACCACCCCTGTCACAGGGGCCTC 

170 180 
rlleLeuTrpLysAspIlePheHisLysAsnAsnGlnLeuAlaLeuThrLe 

gattttgtggaaggacatcttccacaagaacaaccagctggctctcacact 

220 230 

rArgThrValCysAlaGlyGlyCyilAlaArgpy^LysGlyProLeuProTh 
GCGCACTGTqTGljGCCGGTGG(iGT)GCCCGcbGdAAGGGGCC^ 



270 



280 



uHisCysProAlaLeuValThrTyrAsnThrAspThrPheGluSerMetPr 
GCAqTGgCCAGCCCTGGTCACCTACAACACAGACACGTTTGAGTCCATGCC 



320 330 
oLeuHisAsnGlnGluValThrAlaGluAspGlyThrGlnArdCyslGluLy 
CCTGCACAACCAAGAGGTGACAGCAGAGGATGGAACACAGCGG TGT GAGAA 



370 



380 



yCysLysLysIlePheGlySerLeuAlaPheLeuProGluSerPheAspGl 
cfcGgAAGAAGATCTTTGGGAGCCTGGCATTTCTGCCGGAGAGCTTTGATGG 



420 430 
oAspSerLeuProAspLeuSerValPheGlnAsnLeuGlnVallleArgGl 
GGACAGCCTGCCTGACCTCAGCGTCTTCCAGAACCTGCAAGTAATCCGGGG 



470 



480 



aLeuIleHisHisAsnThrHisLe\3|Cys|PheValHisThrValProTrpAs 
CCTCATCCACCATAACACCCACCTCjTGgTTCGTGCACACGGTGCCCTGGGA 



520 , , 530 

aArgArgAlaLeuLeuGlySerGlyProThrGldCyi|ValAsn|Cys|SerGl 
CCGCAGGGCACTGCTGGGGTCAGGGCCCACCCAGlTGjGTCAAdTGclAGCCA 



570. 



580 



uCysGlnProGlnAsnGlySerValThrjCyijPheGlyProGluAlaAspGl 
G^GgCAGCCCCAGAATGGCTCAGTGACCglGTrTTGGACCGGAGGCTGACCA 



620 



630 



eProAspGluGluGlyAlapysplnPro|Cys|ProIleAsn|CysfrhrHisSe 
TCCAGATGAGGAGGGCGCA fTGcfc AGCCT trGd cCCATCAAC TGC ACCCACTC 
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CCTCCCAGCCGGGTCCAGCCGGAGCCATGGGGCCGGAGCCGCAGTGAGCACC 

40 50 
uArgLeuProAlaSerProGluThrHisLeuAspMetLeuArgHisLeuTyr 
GCGGCTCCCTGCCAGTCCCGAGACCCACCTGGACATGCTCCGCCACCTCTAC 

90 100 
rValLeuIleAlaHisAsnGlnValArgGlnValProLeuGljiArgLeuArg 
CGTGCTCATCGCTCACAACCAAGTGAGGCAGGTCCCACTGCAGAGGCTGCGG 

140 150 
rProGlyGlyLeuArgGluLeuGlnLeuArgSerLeuThrGluIleLeuLys 
CCCAGGAGGCCTGCGGGAGCTGCAGCTTCGAAGCCTCACAGAGATCTTGAAA 

190 200 



uIleAspThrAsnArgSerArgAlaCysHisPrdCysjSerProMetpyslLys 
GATAGACACCAACCGCTCTCGGGCqTGgCACCCqTGrt 

240 250 



rAsp|Cys|Cys[HisGluGln|Cys|AlaAlaGlypys[rhrGlyProLysHisSer 
TGA qTGclrGcb ATGAGCAG bGj GCTGCCGGc lrGcl ACGGGCCCCAAGCACTCT 
290 300 



oAsnProGluGlyArgTyrThrPhGGlyAlaSer|Cys]ValThrAla|Cys|Pro 
CAATCCCGAGGGCCGGTATACATTCGGCGCCAG qTGIl GTGACTGCc jTG'lt cCC 
340 350 



sCysSerLysProCysAlaArgValCysTyrGlyLeuGlyMetGluHisLeu 
GlrGckGCAAGCCqTGTbcCCGAGTdTGqTATGGTCTGGGCATGGAGCACTTG 

390 400 
yAspProAlaSerAsnThrAlaProLeuGlnProGluGlnLeuGlnValPhe 
GGACCCAGCCTCCAACACTGCCCCGCTCCAGCCAGAGCAGCTCCAAGTGTTT 

440 450 
yArglleLeuHisAsnGlyAlaTyrSerLeuThrLeuGlnGlyLeuGlylle 
ACGAATTCTGCACAATGGCGCCTACTCGCTGACCCTGCAAGGGCTGGGCATC 

490 500 
pGlnLeuPheArgAsnProHisGlnAlaLeuLeuHisThrAlaAsnArgPro 
CCAGCTCTTTCGGAACCCGCACCAAGCTCTGCTCCACACTGCCAACCGGCCA 

540 550 
nPheLeuArgGlyGlnGlu|Cys|ValGluGli3pys|ArgValLeuGlnGlyLeu 
GTTCCTTCGGGGCCAGGAG^GgGTGGAGGAAgGgCGAGTACTGCAGGGGCTC 

590 600 



nCysValAlajCydAlaHisTyrLysAspProProPhejCysIValAlaArglCys 
GlTGdGTGGc dTGj GCCCACTATAAGGACCCTCCCTTc lTGcfc TGGCCCGc trGC 
640 650 



rCysValAspLeuAspAspLysGlyCysProAlaGluGlnArgAlaSerPro 
qTGgGTGGACCTGGATGACAAGGGC TGC CCCGCCGAGCAGAGAGCCAGCCCT 
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660 



LeuThrSerlleValSerAlaValValGlylleLeuLeuValValVa 
CTGACGTCqATCGTCTCTGCGGTGGTTGGCATTCTGCTGGTCGTGGT 



710 

ThrProSerGlyAlaMetProAsnGlnAlaGlnMetArglleLeuLy 
ACACCTAGCGGAGCGATGCCCAACCAGGCGCAGATGCGGATCCTGAA 

760 



AlalleLysValLeuArgGluAsnThrSerProLysAlaAsnLysGl 
GCCATCAAAGTGTTGAGGGAAAACACATCCCCCAAAGCCAACAAAGA 

810 



MetProTyrGlyCysLeuLeuAspHisValArgGluAsnArgGlyAr 
ATGCCCTATGGCjTGgCTCTTAGACCATGTCCGGGAAAACCGCGGACG 

860 

ValLeuValLysSerProAsnHisValLysIleThrAspPheGlyLe 
GTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCT 

910 

HisGlnSerAspValTrpSerTyrGlyValThrValTrpGluLeuMe 
CACCAGAGTGATGTGTGGAGTTATGGTGTGACTGTGTGGGAGCTGAT 

A 



ValTyrMetIleMetValLys|CyslTrpMetIleAspSerGlx3|Cyi|Ar 
GTCTACATGATCATGGTCAAAjTGT TGGATGATTGACTCTGAA TGT CG 



1010 

AspSerThrPheTyrArgSerLeuLeuGluAspAspAspMetGlyAs 
GACAGCACCTTCTACCGCTCACTGCTGGAGGACGATGACATGGGGGA 

1060 

SerThrArgSerGlyGlyGlyAspLeuThrLeuGlyLeuGluProSe 
TCTACCAGGAGTGGCGGTGGGGACCTGACACTAGGGCTGGAGCCCTC 

1110 

LeuProThrHisAspProSerProLeuGlnArgTyrSerGluAspPr 
CTCCCCACACATGACCCCAGCCCTCTACAGCGGTACAGTGAGGACCC 

1160 

SerProArgGluGlyProLeuProAlaAlaArgProAlaGlyAlaTh 
TCGCCCCGAGAGGGCCCTCTGCCTGCTGCCCGACCTGCTGGTGCCAC 

1210 

GlyGlyAlaAlaProGlnProHisProProProAlaPheSerProAl 
GGAGGAGCTGCCCCTCAGCCCCACCCTCCTCCTGCCTTCAGCCCAGC 
1255 

LeuAspVa 1 Pr o Va 1 END 

CTGGACGTGCCAGTGTGAACCAGAAGGCCAAGTCCGCAGAAGCCCTG 
CTAAGGAACCTTCCTTCCTGCTTGAGTTCCCAGATGGCTGGAAGGGG 
CCCTTTCCTTCCAGATCCTGGGTACTGAAAGCCTTAGGGAAGCTGGC 
ATGGTGTCAGTATCCAGGCTTTGTACAGAGTGCTTTTCTGTTTAGTT 
TTGTCCATTTGCAAATATATTTTGGAAAACAAAAAAAAAAAAAA 
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670 680 

iLeuGlyValValPheGlylleLeuIleLysArgArgGlnGlnLysIleAr 
CTTGGGGGTGGTCTTTGGGATCCTCATCAAGCGACGGCAGCAGAAGATCCG 



720 730 
sGluThrGluLeuArgLysValLysValLeuGlySerGlyAlaPheGlyTh 
AGAGACGGAGCTGAGGAAGGTGAAGGTGCTTGGATCTGGCGCTTTTGGCAC 

770 780 
uIleLeuAspGluAlaTyrValMetAlaGlyValGlySerProTyrValSe 
AATCTTAGACGAAGCATACGTGATGGCTGGTGTGGGCTCCCCATATGTCTC 
A 830 



gLeuGlySerGlnAspLeuLeuAsnTrpCysMetGlnlleAlaLysGlyMe 

cctgggctcccaggacctgctgaactggItgiIatgcagattgccaaggggat 

870 880 A 

uAlaArgLeuLeuAspIleAspGluThrGluTyrHisAlaAspGlyGlyLy 

ggctcggctgctggacattgacgagacagagtaccatgcagatgggggcaa 

920 930 
tThrPheGlyAlaLysProTyrAspGlylleProAlaArgGluIleProAs 
GACTTTTGGGGCCAAACCTTACGATGGGATCCCAGCCCGGGAGATCCCTGA 

970 980 
gProArgPheArgGluLeuValSerGluPheSerArgMetAlaArgAspPr 

gccaagattccgggagttggtgtctgaattctcccgcatggccagggaccc 

1020 1030 



pLeuValAspAlaGluGluTyrLeuValProGlnGlnGlyPhePhepyilPr 
CCTGGTGGATGCTGAGGAGTATCTGGTACCCCAGCAGGGCTTCTTC^GljcC 

1070 1080 
rGluGluGluAlaProArgSerProLeuAlaProSerGluGlyAlaGlySe 
TGAAGAGGAGGCCCCCAGGTCTCCACTGGCACCCTCCGAAGGGGCTGGCTC 

1120 1130 _ 

oThrValProLeuProSerGluThrAspGlyTyrValAlaProLeuThrlCy 
CACAGTACCCCTGCCCTCTGAGACTGATGGCTACGTTGCCCCCCTGACqTG 

1170 1180 
rLeuGluArgAlaLysThrLeuSerProGlyLysAsnGlyValValLysAs 
TCTGGAAAGGGCCAAGACTCTCTCCCCAGGGAAGAATGGGGTCGTCAAAGA 

1220 1230 
aPheAspAsnLeuTyrTyrTrpAspGlnAspProProGluArgGlyAlaPr 

CTTCGACAACCTCTATTACTGGGACCAGGACCCACCAGAGCGGGGGGCTCC 



ATGTGTCCTCAGGGAGCAGGGAAGGCCTGACTTCTGCTGGCATCAAGAGGT 
TCCAGCCTCGTTGGAAGAGGAACAGCACTGGGGAGTCTTTGTGGATTCTGA 
CTGAGAGGGGAAGCGGCCCTAAGGGAGTGTCTAAGAACAAAAGCGACCCAT 
TTTACTTTTTTTGTTTTGTTTTTTTAAAGACGAAATAAAGACCCAGGGGAG 
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